Supplementary materials and methods qPCR
Seventeen immune-related genes (IL-1β, IL-2, IL-4, IL-6, IFN-α, IFN-β, IFN-γ, MHC-I, MHC-II, CCL19, CCL-21, BAFF, TLR3, TLR7, β-defensin, RIG-1 and MDA5) and a housekeeping gene glyceraldehyde-3-phosphate dehydrogenase (GAPDH) were detected by qPCR. Primer sequences for detecting the immune gene transcripts were previously published [1] (Tab 2).
The primer sequences for IL-4, BAFF, CCL19, CCL21, TLR3, β-defensin, RIG-1 and MDA5 were newly designed in this study using Primer 3 input version 0.4.0 (http://bioinfo.ut.ee/primer3-0.4.0/), and non-specific products were eliminated by using online NCBI BLAST searches. All primers used in this study are shown in S1Table. Expression levels of mRNA transcripts were determined by qPCR using the SYBR®Premix Ex Taq™ II (Tli RNaseH Plus) Kit (Takara). The amplification procedure was performed in a 20 µL reaction volume containing 8 µM of each primer and 2 µl of RNA. The following thermal cycling conditions were used: PCR initial activation at 95°C for 30 s, 45 cycles of denaturation at 95°C at 5 s, annealing and extension at 58.2°C for 30 s. 
Real-time PCR and statistical analyses
Relative gene expression data were analyzed using the 2-ΔΔCt method by comparing with the control group injected with 1 ml normal saline (NS) qPCR data of kidney induced by CH60 strain 
